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A Review on Methylation of Prostate Cancer Related Genes
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[ Abstract] With the increasing incidence of Prostate Cancer (PCA), diagnosis, treatment and evaluation of
the disease become more and more important. Methylation process refers to the catalytic transfer of methyl group from
an active methyl compound to another compound. Many studies have shown that there is more aberrant methylation of
gene promoter CpG island in prostate cancer than in normal tissues. Aberrant methylation of different genes may play
a role in promoting or suppressing cancer, and is closely related to the occurrence, development and prognosis of
prostate cancer. Methylation of some genes may be an important factor in triggering prostate cancer; on the
contrary, methylation of some genes may have an inhibitory effect on tumor cells. The purpose of this paper is to
review the role of some genes’ methylation in the occurrence, development, prognosis evaluation and therapeutic

target screening of prostate cancer.
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