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[ Abstract]
population. Methods
technology. Results The

Objective

microarray

genotype  frequencies  of

To investigate the distribution of CYP2C19 polymorphisms in Yunnan Han
The CYP2C19 genotypes of 96 healthy Yunnan Han population were detected by DNA

CYP2C19*1/¥1,  CYP2C19*1/*%2,

CYP2C19*1/%3, CYP2C19*2/*%2, CYP2C19*2/*3 and CYP2C19%*3/*3 were 41.7% , 37.5% , 6.3% , 10.4%,
3.1% and 1.0% respectively. Conclusion The frequencies of CYP2C19 genotype were similar to the report of
Chinese She, Mongolian, Tibetan, and other Han population in China, but different from that of Chinese Uygur,

Sala, Hui, KazaKh populations.
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CYP2C19 % i H R 43 4ii £ 45 Hardy-weinberg
VERE (P>0.05), UEHIZ AHE CYP2C19 1k
2k B R
2.2 EERASHER

PR R 2G4 F CYP2C19* 1 /+ 1 JiF 5 el i &2
(41.7%) 3 RAEZE T 15 43.8%, CYP2C19* 1% 2,
CYP2C19* 1* 3 435I 5 37.5% F1 6.3%; 5¢42548
% CYP2C19% 2% 2. CYP2C19* 2% 3, CYP2C19* 3%
3435M 10.4%, 3.1% F11.0%, WFE 1.
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7 A b DX AR5 22 78 0 A v DA A RIS
WA E (41.7%) , HR s a (41.7%)
ST & el 14.5%, LER 2.
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iR AT (P>0.05), ULE 3.
25 ZENHEABECYPCIOERESAMSMH,

. HEDHRKRPOER

TEEN LR T, [, 4EEIR . BREETE
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CYP2C19* 1/% 1 BB /DFNE (6.3% vs 41.7%) ,
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3 g

CYP2C19 F 240l a3 P4S0 il R — 2L
FIZ5E, ©25 T a0 & SEE N K25
SRS 2 A Y ikt #2. B, E RS
AW H R 45 R B CYP2C19 3N £
AN G R 22 25 A A5 S A B BB It /N s
ZREVER A, X R 2 54 A e A AE
A 3 174 b DX AR (] ) 22 500, Rl A AR 78
H R GV RIAAA AL 3% ~ 5%, AN TH
PSR NZIE], W4T AN PM & ARTE 13%
~23%.

& 1 ZEN& CYP2C19 ERE A H (n)
Tab. 1 The genotype frequency of CYP2C19 in Yun-

nan Han population (n)

SN N (%)
CYP2C19% 1 /* 1 40 417
CYP2C19% 1/% 2 36 375
CYP2C19% 1/%3 6 6.3
CYP2C19% 2/% 2 10 10.4
CYP2C19% 2/ 3 3 3.1
CYP2C19% 3/%3 1 1.0

% 2 mENK CYP2C19 ERREARSH (n)
Tab. 2 The phenotype distribution of CYP2C19 in

Yunnan Han population (n)

pigitl N i (%)
EM %! 40 41.7
M %4 42 43.8
PM 7 14 145

x 3 ZEEERIUEAE CYP2C19 EE S Hfthih X ik ABERILLEE (%)
Tab. 3 The genotype and allele frequencies of CYP2C19 in Yunnan population compared with other Han popula-

tions in China (%)

MK S LR (%) LR BN (% )
n
* ] ) * 3 L B IV T T T B T C e S e WL )

= 96 63.6 30.7 5.7 41.7 37.5 6.3 10.4 3.1 1.0
TR 81 60.0 29.1 10.9 38.3 37.0 8.7 3.7 11.1 1.2
L0 136 56.0 39.0 5.0 36.0 39.0 3.0 15.0 7.0 0
I AR 155 60.6 29.7 9.7 36.8 34.8 12.9 9.0 6.5 0
Jeme 283 28.3 583 13.4 424 35.3 8.1 9.5 3.9 0.7
Hrfpr 104 28.8 55.8 15.4 433 35.6 6.7 7.7 438 1.9
B 104 60.5 33.3 6.2 35.6 36.5 7.7 11.5 2.9 5.8
WiL® 148 63.9 28.0 8.1 412 34.5 10.8 8.1 5.4 0
MEREA1 210 58.9 34.7 6.4 32.4 44.8 8.1 10.5 3.8 0.5

5K ILE:, *P<0.01.
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Tab. 4 The genotype and allele frequencies of CYP2C19 in Han compared with Hui, Tibetan, Uygur and other

ethnic minorities in China (%)

. ENIEPIIR (%) HER AT (% )

eI " | ) * 3 BLE1 ®1 e x][R3 kD ED kD E3F %3 [x3
W 96 63.6 30.7 5.7 41.7 37.5 6.3 10.4 3.1 1.0
Yo 9 51.0 482 0.8 6.3 86.5 0 41 0 3.1
i 99 56.6 29.8 13.6 30.3 36.4 16.2 6.1 11.1 0

[ 164 45.0 50.0 5.0 19.5 47.6 43 23.2 4.8 0.6
A5 163 63.2 325 43 41.1 38.7 55 1.2 1.8 0.6
e 280 72.0 24.0 4.0 51.0 35.0 6.0 6.0 1.0 1.0
L 107 76.6 15.4 8.0 60.7 21.5 10.3 3.7 1.9 1.9
e 86 68.0 30.8 1.2 454 43.0 23 93 0 0

58k, "P<0.05.
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(41.7%) , 18I0/ (14.5%) #%{K; CYP2C19 * 1
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