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[HZ] HMY  #7 HOTAIR #1 HOTTIP R i HOXD10 F1 HOXA 13 K& 7 s v % 26 5 A LA K AR
PSR, ik R 47 B B E R UR SR L R S5 IE H Y, A TRIzol $2IUEL RNA, SEH 50 E &
PCR K2 RAH ST ik &, 450 HOTAIR i@ 2 AT AR (412 £4.58) , B TH55 EW AL
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(9.43+1.58), (P<0.0D), HABFANFEFIATLE HFAEL. B REFEZRAA AT, 423 HOXD10 mRNA
FKiEHN (901+£1.22), BESTLEBNEE (781215, (P=0.02) . HOTTIP 5 Fi HOXA13 3L RNA
A (r=078, P=0.00) FREZIEHHL (r=070, P<001) HIHIEEFEARKEFE R ; HOTAIR 5T I
HOXD10 #:H mRNA 7EF538 EH AL BIEFH X (r=037, P<0.01), EMALPHAGEEHLELE (r=0.12,
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[ Abstract] Objective To study the expression characteristics of HOTAIR and HOTTIP and their downstream
HOXD10 and HOXA13 genes in lung cancer, as well as the relationship of mutual regulation. Methods We
selected 47 patients with lung cancer and collected their cancer tissue and adjacent normal tissue, then used TRIzol
to exiract total RNA and real-time quantitative PCR to detect relative gene expression levels. Results HOTAIR and
HOXA13 relative expression levels in cancer tissues were significantly lower than in adjacent normal tissues (4.12 +
4.58) vs (7.43 £420) P<0.01, (864 +121) vs (943 +1.58) P < 0.01), and the other three genes
expressions were not significantly changed. HOXD10 mRNA expression levels in the cancer tissue of individuals with
lymph node were significantly higher than patients without lymph node (9.01 +1.22) vs (7.81 £2.15), P =

0.02) . There were positive correlation relationships between the expressions of HOTTIP and its downstream gene
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HOXA13 mRNA in cancer tissue (r=0.78, P< 0.01) and adjacent normal tissue (r=0.70, P< 0.01) ; the
HOTAIR and its downstream HOXD10 gene mRNA in adjacent normal tissue were positively related (r=0.37, P=
0.01) , but not correlated in cancer tissues (r=0.12, P=0.47) . Conclusions The regulation between HOTTIP

and HOXA13 is normal in lung cancer. The expression of HOTAIR decreases in cancer tissues, and HOTAIR may

lose the normal regulation of downstream genes of HOXD10.
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EOINGLSURBEE T, s A 15 8598 32 {1
JiRFEE.

R EE 47 BilkEA, HILAN M . RGN
W TAr: 14, 2492641, 34106, 4
70 NS o9 1841, 1354, 223

B, 3HI 16, MO M. 434 1 4 . 4
A g AR 32 B, Wi 15 ] AR N iR 71
%, RN, FH (5491 £9.62) % MK
B 32 4 15 155 WRIHAY 29 65 62%; AR 22
5 47%; S ACRREE R . K54k 18 i, ik 28
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Tab. 1 Expression of HOTAIR, HOTTIP, HOXD10 and HOXA13 in lung cancer tissues and normal tissues (x +s)

et IEHHA s 221 t P

HOTAIR 7.43 £4.20 4.12 +4.58 -3.59 0.00
HOXD10 8.76 £ 1.91 8.56 £ 1.71 -0.51 0.310
HOTTIP 8.18 £ 1.50 8.16 £ 1.48 -0.09 0.460
HOXA13 9.43 +1.58 8.64 £ 1.21 -2.61 0.010

%2 HOTAIR, HOTTIP, HOXD10 #1 HOXA13 EARRAR LB MEHHRIE Gxs)
Tab. 2 Expression of HOTAIR, HOTTIP, HOXD10 and HOXA13 in different types of lung cancer tissues (x +s)

At fiRiaLH R s t P
HOTAIR 3.85+5.30 4.77 £1.96 -0.11 0.550
HOXD10 8.53+1.87 8.63 +1.31 -0.19 0.850
HOTTTIP 8.17 £ 1.56 8.12+1.35 -0.05 0.920
HOXA13 8.78 +1.39 8.66 +1.36 -0.14 0.800

%3 HOTAIR. HOTTIP, HOXD10 #1 HOXA13 ERE 5%
REIEIRZERXRE (n=32)

Tab. 3 Relation of clinical indexes and the expression

of HOTAIR, HOTTIP, HOXD10 and HOXA13

(n=32)

E rs
HOTAIR F1 TOPO II -0.34
HOTAIR F1 P53 -0.33
HOTTTIP F1 TOPO I -0.34"
HOTTTIP F P53 0.32
HOXD10 5 K167 -0.41"
HOXD10 Sk 4%# (N) 0.28"

"P<0.05, "P<0.01.

&4 HOXDIO EHEMBEBHIAEMITHEEBNE
HBERFHRIE n=47, ([=s)]

Tab. 4 Expression of HOXD10 in lung cancer tissues

with or without lymphnode metastasis [n =47,

(xxs)]

5 TR ARR ! p
HOXD10 7.81£2.15 9.01+122  -2.37 0.02

% 5 HOTAIR #1 T j# HOXD10. HOTTTIP #1 T ¥%
HOXA13 EREARHLAHHRIEL R
Tab. 5 Expression of HOTAIR and its downstream

HOXD10, HOTTIP and its downstream
HOXA13 in different tissues
B AT rs
HOTAIR 5 HOXD10 fiifEZH 2t 0.12
IER AL 0.37"
HOTTIP 5 HOXA13 JitiEE 4 £ 0.78"
IEH AL 0.70"

"P<0.05, "P<0.01.
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— 77 T IE BH AR 1 A1 i 52 56 UE 45 6 B HOXA 13 &3k
5 HOTTIP JE [ A P8 5 i =5 52, o5 — 7 &
HOXA 13 7 fifi i 41 2 v 3R 38 B A FT R IF AN 2 32 3]
HOTTIP 235 (1) 50 JIr s .
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