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e/ R ffifE XRCC1Arg399GIin EE 4 #r 5 IRsaFBIX &

2 5, Hof, B OW
(RHEHRKRFE=MEER, =@ 4N BER, =& %8H  650118)

CN 53 -1221/R

[HE] HW BT X KBEZXHAFER 1 (x—ray repair cross complementing group 1, XRCC1) Arg399GIn
FEN L BN SRR . Jiik BT 44 83 45142 32 LIBTAA S 3 A 6 A Ak o7 38 /N 41 i fili 93
(non—small cell lung cancer, NSCLC) & MIRITRR. N Z RlgsE )N - BR%IPE R BB (polymerase chain
reactionrestriction fragment length polymorphism , PCR-RFLP) #4381 XRCC1Arg399GIn YL 254, FXT & e Rk
TEorHT. &5 57 XRCC1399Arg/Arg FER R 49 ] (59.04%) , #54F Arg/ Gln ZEEAY 28 ] (33.73%) , 4l
GIn/Gln JEHEL 6 ] (7.23%) . 1E XRCC1399Arg/Are. Are/Gln Fl GIn/Gln #H5 &, b7 AR50 42.86%
11.29%F1 19.3%. A/A HALITH BRI T AIGH+GIG (42.86%vs11.76%) , P<0.05. Gln S5 R HEAE# B9 7 50 0
Arg SN FEFERH . XRCC1 ZEF R S50 BRI RN & AW B B AHCPE. 858 XRCC1A1g399GIn FE [ 437
IE7cE — e kR, Hip i XRCC1399Are/Arg BE A R T FIRET, BT LRI R 2538 (35— 2 1.
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Association between XRCC1 Arg399 GIln Polymorphisms in
Non-small Cell Lung Cancer with Efficacy of Platinum-based
Chemotherapy

LI Heng, HUANG Yun — chao, FENG Yu
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Kunming Yunnan 650118, China)

[ Abstract] Objective To investigate the relationship between XRCC1 Arg399 Gln polymorphisms and the
efficacy of platinum-based chemotherapy in non-small cell lung cancer ( NSCLC) . Methods Eighty—three
patients with NSCLC treated with platinum—based chemotherapy were enrolled in this study and their tumor samples
were collected retrospectively for analysis. The polymorphisms of XRCC1 Arg399 Gln in NSCLC were detected by
polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP), and the data were collected and
analyzed. Results Of all cases, the frequencies of XRCC1 codon 399 Arg /Arg, Arg/Gln and Gln /GIn genotype
were 59.04% , 33.73% and 7.23% , respectively. The response rate to therapy in patients with XRCC1 codon 399
Arg /Arg genotype (42.86%) was significantly higher than that in patients with the Arg /Gln and Gln/Gln genotype
(11.76%) . The response rate to therapy in patients with XRCC1 codon 399 Arg/Arg genotypes was significantly
higher than that in patients with other XRCC1 genotypes. XRCC1 genotypes had no significant correlation with the
side effects of chemotherapy. Conclusion Tt has certain relationships between the polymorphisms of XRCC1 Arg399
Gln and platinum-based chemotherapy in NSCLC, and the patients with XRCC1 399 Arg/Arg are more conducive to
use platinum—-based chemotherapy. The results can provide some basis for clinical medication.
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% 61 25 fd, 4 JE/NHIEITEE XRCC1Areg399GIn KB 4T SIRART A0 ¢ £ 83

ARG AT Jr SR IR YT WA /N A i
J% (non—small cell lung cancer, NSCLC) B PR UETR
J7 52—, TPk i b B L e DR 1, 52 3] R
. AHFHFITIER XRCC1 MR 2 A 526
25N U AT G, 28535 2R ] PCR-RFLP 253 #r
2012 4F 1 A 2 2013 4F 1 A7 R WAL= 55 — Mt
J& BEBE 697 19 83 ] NSCLC £ XRCC1Arg399GIn
PRERE O, RTHSIERYT RO R, BB
.

1 BREFE

1.1 IEERHER

VRIS BH 5 LR 240 = I8 2 e B AM R 2012
AE 1122013 4 1 ] H#A1E) 83 filla 3L I NSCLC
B k47 B, Lotk 36 B, B fi 1.3:1,
SRS 63.07 % B8R 39 (], BRJE 44 1. KPS
TE5r =80 43, ABERTSEM M MR, Mg, BEEE CT,
HHEM SR, PIEIER . frimE R S
. R ESERAE LS TR AR, i R A E
AR, AyrErhER ki 2 mL, & "R
LFRENBLBERE, B diie)Z. A QlAampDNA 2
BORAF S HE B A 40 DNA, DNA ‘& -80 CAka 7k
Fal A .
1.2 TAHZE

B B IS LA R 05 24097, SR
NP J7 %4697 31 5, TP JyZ&4ky7 27 i, GP %
7 25 . NP % KHFEME 25 mgm?, dl,
d5; JW%A 25 mg/m?, dl ~3. TP J5 &£ E 60 ~
90 mg/m?, d1, d8; %A 25 mg/m?, dl ~3. GP J
. H A E 1250 mgm?, dl, d8; I 4A 25
mg/m?, dl ~3; FraZYXikimg:. &4 814
yrfe, 4E2~ 3 PR
1.3 ERFEBSH

fdiFl PCR-RFLP 34601 XRCC1Arg399GIn [k
KR, 5IHIF5IH 4 XRCC1Arg399GIn 23 A5 1 ¥
5 & Al (XRCC1LotNumberd80524,  AssaylD:
C-622564-10)2. PCR JZ W& & N 25 pl, Hitk
1.0 uL, 2.5 x RealMasterMix11.50 uL, F R34
£ 1.0 pL, ddH0 10.50 L. S §4:95 CHiAs 1
2 min, 95°C75M: 30s, 60 CiEk 30, 70 °C LA
30s, WILEIETT 40 M.
1.4 TROEMAE

THEAITRIRIT 2 DT, $EEE WHO 52
I BT R . e (CR), BT
MU S, JCER AL, H MR bR R IR

/YRR 4 R %M (PR), BDEURAR KR
ZHE =30%, 2R 4 T BERERE (SD),
RV kI K AR 2 F4 /AR 38 PR, S0 KR K
PD; BiEE (PD), RPRURAR KR Z f1 20
m=20%, siHIEmLE. LIogegf@ (CR) + 3
YR (PR) WA
1.5 ZitEDH

K H SPSS it i, iEATEcHE o . X
XRCC1Arg399GIn FE K £ &0k 5407 s, RHA
X2 KEE, P<0.05 NESFASIHE L.

2 &R

2.1 FTHAH

ARG 83 BiIH5e a2 LA EARYY, RA4A
FALIF ) NSCLC 5 CR 4 4] (4.82%) , PR 21
i (25.3%) , SD 47 5l (56.63%) , PD 11 {4
(13.25%) , tI7 BARCE R 30.12%.
22 EESSESUFTRIZENXR

2838 PCR-RFLP 154317 & IRAE 83 fil /& v,
#E 5 XRCC1399Arg/ Arg 2 [ B B 49 ]
(59.04%) , #5i7 Arg/ Gln FER Y 28 5] (33.73%) ,
# 4 GIn/Gln F& [H 6 ] (723%) . 1
XRCC1399Arg/Arg. Arg/Gln 1 GIn/Gln #E45
TIT B R N 42.86% . 11.2%F1 19.3%. HT
Gln/Gln B8/, W EWIH A, iE BE&E D
P (A/A LA AIG+G/G 4H) . A/A HALIT B 3K
ZLT AIG+GIG (42.86%vs11.76%) , P<0.05, I
1. LRI, Gln S0 5L R 5 Y7 30 1
Arg G LR HE
2.3 XRCC1 5{kfrSRIRMEIX R

fh97 3 ~4 FEIEALIE RO S B E A A/AL
AIG. GIG FEHRITCHEYE (P>0.05) 5 fby7 3 ~4
FEEBEING S R F N AA. A/G, G/G K RIIR
JoEME (P>0.05), WLk 2.

*1 EESTBESUFTRNXERE ()

Tab. 1 The relationship between the polymorphisms
of XRCC1 Arg399 GIn and platinum-based
chemotherapy in NSCLC (n)

SR n A TR
A/A 49 21" 28
AIG+GIG 34 4 30

5 AIG+G/G %, *P<0.05.
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*2 EESSBEEUTSRIREAXERE ()
Tab. 2 The relationship between the polymorphisms of XRCC1 Arg399 Gln and the side effects of chemotherapy

(n)
- ] AL N B RE
0~2F 3~4 0~2J 3~4 i
A/A 49 34 15 32 17
AIG 28 19 7 16 12
G/G 6 5 1 4 2
3 3Fig Zz.

XRCC1 4 6 4447 T 19 S YL ARy q13.2 -
ql3.3, &6 17 MNET, ERAVSE R ER SR
AT B . DNA HEZEF T FIZ 5 ADP AR A I
WEAY, LR S 500 Y) 8 & e W 24 E
A2 B S BF 5T R B XRCCL WA 3 A f % L 1)
SNPs, HH G28152A F:E(Y 399 i & H Arg—Gln
RAS, A RECRAZAT R VIBRIE Z BE ) S B W
ZUEZ e JT AR, WL X S0 2K 24 Py 2 s 1) 4 i
DNA $ K5 68 108K, EAZE 2595 b dgg 1 e
PG,

A B AT 4B A, f85 DNA 45
HIE A R, MR DNA B 45 FT g,
PO RNA SRR, XPZLARAE . M. DR &L
P SFSCURIR A AL AR A K I . RS
T 5 v fth i A5 25 4 AT 58, R BRI AN
Y il R R IR T T R —, RESGE R
A AR FE R AR AE . Bl o A 2 2 3
R, S FAEDIRIC I T IGIR, GiiE Xt
PR R, IR ST Ak,

A SZEBFIY 2B XRCC1Arg399GIn KL 43#r 5
e 40 B T ST £0 T 245 4 UM AT O, FE R XR-
CC1G/G FEPH Y 8 35 i A7 A R e T A g Y
ERAGHFE X (P<0.05) [HXRCC1 FH A
Ej A7 w4 B SN G R A e AR e, SR
HIAHSEHRE AL, Kalikaki Z87°% 1 £ PCR-RFLP
P T BRI 119 #1) NSCLC % XRCC1 & [H
R, WFE 45K XRCC1 LK Arg399Arg AJ 1 K 1F
W ALTFIF R — A R 2, S i R R )
ITERCE HF XRCCT FEA Arg399GIn 1 XRCC1
JE GIn399GIn. A28 A BSR T DR I e e Al 83
1] NSCLC H3# 40 i XRCC1 FEH Arg399Gln
LAY, S5 G R RN XRCC1 LA Arg399Arg Y
HRCEN 76.9%, 6 FHABMT.  FRBFFT 3L
XRCC1 FE K Arg399Arg 55 A RO AT — 2 1 %

XRCC1Arg399GIn Z 8514 R REAE Ry Tl i £H
PRI PRSP E R FEPR 2 —.  (AIER AT IR 2R
VEFIRLEI I RTERE (RIS SZ ST AR I bl R 2 11
BRI, I RN i 0 — 2 9. DUE Tt 2
Huly, REEAE, JRICA A A G2 ke T 5
PR ZASTERST, DLIREIN i 3 i~ 144k
BIT, PEEATTYTAL, AR A AR ]
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