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[Abstract] Objective To determine the gene mutations of mitochondrial DNA ( mtDNA) 12S rRNA
A1555G and C1494T that responsible for aminoglycoside ototoxicity with hearing impairment students in Yunnan
special educational schools. Methods  Genomic DNA was isolated from peripheral blood of 413 students with
hearing impairment and 232 healthy controls. The subjec's DNA fragments including 12S rfRNA A1555G and C1494T
was amplified by polymerase chain reaction (PCR) , and subsequently analyzed by direct sequencing to identify
deafness—associated mutations. Results Ten cases were found to have mtDNA 12S rRNA A1555G homozygous
mutation with 2.42% variable frequencies. We didn't find the A1555G mutation in the control group. On the other
hand, there were no mutation of mtDNA 12S rRNA C1494T in all individuals. Conclusions The mutation rate of
mtDNA 12S rRNA A1555G with deafness students in Yunnan special educational schools is close to the average level
of the general Chinese deaf population. The results can help us to elucidate the genetic etiology, and provide

scientific data for the prevention, treatment as well as intervention of deafness.
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SRS MR INFR AL . W iRR A . R
HRRARE . INVTARREEAS . TR e A )
A, XPRE 232 5 W 77 1EH I RE. SEBR A
413 2, WG 179 ], B 234 i, FIER R
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DNA 1 pL. ¥ 34 4448 95°CHIAEYE 5 min, 95 CAF
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Fig. 1 The PCR products of mtDNA 12S rRNA at
A1555G and A1555G sites
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Fig. 2 The sequencing of mtDNA 12S rRNA at A1555G
site
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1993 4 Prezant S5 22T B IAE REE
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