BREMKFFR 2013,(3):15~17
Journal of Kunming Medical University

XTEE PCR B A PERERRERNHR

JREE Y g Y, o &V, e
(1) RHAEFRKRFAZHFZHLIT, =8 98 650500; 2) 2o M H— AR ERRATZE N 5ubFt,
=& %8 661000)

CN 53 -1221/R

[(FE] HM  WF50E & PCROASTHHE MR EE G =y B 5, XA ey ok 3% 28 i PCR FARIEA T — 2383, T
B AR L x W 110 x W HHE 774 (cDNA) 7 e8 3 & A PCR Y (0.5 wL, 1 pL. 2 pL. 4
pL) . WERHARI G Z AR R SE— 3 RRR AR R, SRS R R A HE i 220 (1wl #1 2
pL) BUREST. EEW TERRESCIRH, 1710 x VB RUBHCERBL TR AVZEERGR (R2=0.9105), BIF=4 SRR AR
AR AN, W IX R B A A R E (R2=0.2488) . IbAh, 1/10 x e AR A RL A IX 43 H
TR (1 pLF 2 pLHZ0E, =3.329, P<0.05) i Ix A BRAIEA. ik #H7E R PCR I,
AR REAR A BE X PCR P AT — B RN 5 B Y A RTAR Mk 2 T4 2.

[X4iA] &= PCR; BUIEMIBENLHIK; mRNA E&

[hE#2S] R318 [XHk#RiIREE] A [XEHS] 1003 -4706 (2013) 03 -0015 - 03

Study on the Template Concentration in PCR Technology

ZHOU Ting ting”, YANG Yan lei"?, RU Jin”, LILi-yan"
(1) Institute of Neuroscience, Kunming Medical University, Kunming Yunnan 650500; 2) Neuroendocrine
Branch of the First People’s Hospital of Honghe Prefecture, Mengzi Yunnan 661000, China)

[ Abstract] Objective Put forward some suggestions for improving the technology of quantitative PCR, by
the research on effection of quantitative PCR template concentration on the product. Methods Respectively,
using the 1 X concentration and 1/10 x concentration of reverse transcription product (cDNA)  to conduct gradient
PCR reaction by gradient increments (0.5 pL, 1 wL, 2 wL, 4 pL) and observe the sensitivity varies between the
different amounts. Further increasing the sample size, observed the two concentration levels' abilities of distinguish
the twice amount of the gap (1 wL and 2 wL ). Results 1/10 x template concentration gradient experiment
showed a significant linear relationship (R?=0.9105) , as the amount of product increases with the increased use
of templates. And 1 X concentration of the template did not show out (R?=0.2488) .In addition, 1/10 x template
concentration effectively distinguished the twice amount of gap  (between lul group and 2ul group, t=3.329, P<
0.05) , but the 1x template concentration did not. Conclusion The template concentrations affect the amount of
the PCR product. Therefore, it is very necessary to select the appropriate template concentration.
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Fig. 2 Results of electrophoresis and statistics
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