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[ Abstract] Objective  To discuss the most effective DNA extracting methods from shedding epidermal cells

in contact materials three by comparing methods. Method DNA was extracted from samples by the small volume
of Chelex—100, Bead method and Improved Bead method. Results The STR loci genotyping result was most ef—

fective by using Improved Bead method to extract DNA. The small volume of Chelex—100 can not obtain the satisfied

results of STR loci genotyping. Conclusions Bead method and Tmproved Bead method can have a satisfied STR

loci genotyping. Improved Bead method is the first choice in the actual detection of trace biological evidence.
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Tab.1 Comparison of STR gene typing results among three methods
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Fig. 1 The D8S1179,D21S11,D7S820 and CSF1PO loci genotyping result of chelex mini system(upper),M48(mid-
dle) and M48+cRNA(below)
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Fig. 2 The D3S1358,TH01,D13S317,D16S539 and D2S1338 loci genotyping result of chelex mini system(upper),

M48(middle) and M48+cRNA(below)
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Fig. 3 The D19S433,vWA,TPOX and D18S51 loci genotyping result of chelex mini system(upper),M48(middle)
and M48+cRNA(below)
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Fig. 4 The D5S818 and FGA loci genotyping result of chelex mini system(upper),M48(middle) and M48+cR-

NA(below)
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