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[ Abstract] Objective To provide foundation for molecular marker—assisted selection in Diannan small—ear

pig through investigating the gene polymorphism of growth hormone. Method The polymorphism of pGH gene was

investigated by using PCR-RFLP at Apa I restriction loci. Results

Genotypes AA and AB were detected. The

freyuency of genotype AB was higher than AA. Genotype BB was not detected. The allele A frequency was higher than

B, A was dominant in Diannan small—ear pig colony. Conclusion The growth hormone has gene polymorphism in

Diannan small—ear pig.
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1 mL 70% Y Z B %k % DNA JT3E 2 %5 12 000
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mL. PCR W FE/F: 91 CHIAM: 8 min, 92 CAF
PE 355, 60 CiB K 40s, 74 CIEM 30 s, 30 M
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Tab. 1 The fragment sizes of different genotypes
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GH 280 bp/226 bp AA
280 bp/134 bp/92 bp BB
280 bp/226 bp/134 bp/92 bp AB
2 R

2.1 IMiKERFEE DNA FiREER

KRR 1 A RA AR IO i IR R 4
DNA, $REUAYEEZ DNA T 0.7%3 NS RHEEIE HL vk
R, F K DL 1.

='1500

B 1 REMEEZSH DNA BikEE
Fig. 1 Genomic DNA isolated from pig blood
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Fig. 2 Electrophoresis of amplified fragments for pG-

H gene
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Fig. 3 RFLP electrophoresis of GH gene
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Tab. 2 Genotype frequencies and gene frequencies
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